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https://support.10xgenomics.com/single-cell-gene-expression/sequencing/doc/technical-note-interpreting-cell-ranger-web-summary-files-for-single-cell-gene-expression-assays
https://support.10xgenomics.com/single-cell-gene-expression/sequencing/doc/technical-note-interpreting-cell-ranger-web-summary-files-for-single-cell-gene-expression-assays
https://support.10xgenomics.com/single-cell-gene-expression/sequencing/doc/technical-note-interpreting-cell-ranger-web-summary-files-for-single-cell-gene-expression-assays
https://support.10xgenomics.com/single-cell-gene-expression/sequencing/doc/technical-note-interpreting-cell-ranger-web-summary-files-for-single-cell-gene-expression-assays
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NovaSeq 6000 SP Reagent Kit v1.5 (100 cycles) 20028401

NovaSeq 6000 S1 Reagent Kit v1.5 (100 cycles) 20028319
NovaSeq 6000 S2 Reagent Kit v1.5 (100 cycles) 20028316
NovaSeq 6000 S4 Reagent Kit v1.5 (200 cycles) 20028313

NextSeq 1000/2000 P2 Reagents v3 (100 cycles) 20046811

NextSeq 2000 P3 Reagents (100 cycles) 20040559

NextSeq 500/550 Mid Output Kit v2.5 (150 cycles) 20024904

NextSeq 500/550 High Output Kit v2.5 (150 cycles) 20024907
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